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Abstract : This experiment constructed genetically engineered bacteria with salt tolerance by using technology of molecular bi-
ology, studied the effect of salinity and inducer on its growth, and explored the affecting factors for the degradation of acid red
B. The results suggested that the salt-tolerant ability of genetically engineered bacteria is better than E. Coli BLL21, and the
optimal conditions for the degradation of acid red B is pH=6.5, 35 C. At 10% salinity conditions, 5 kinds of azo dyes were

better degraded by genetically engineered bacteria than E. Coli BL21.
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bacteria with BADH

121
10}
0.8
g
206
041
02f
0 10 20 30 40
I 1] /h
& — i) —n A 5
A3 ARIREBAERAL R MESFH G

BAEAPHAEKREE
Fig. 3 Growth curve of enetically engineered bacteria

with and without inducer
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